(2)

Val

Glu

Asp

Gln

Gln
65

(2)

Ile

Glu

Asn

Glu
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SEQUENCE LISTING

INFORMATION FOR SEQ ID NO:1:
(1) SEQUENCE CHARACTERISTICBg
(A) LENGTH: 65 amino
(B) TYPE: amino acid
(D) TOPOLOGY: linear .
(ii) MOLBCULB TYPE: :peptida'

(xi) SEQUENCE DESCRIPTION. SEQ ID

Val Tyr Thr Asp Cys Thr Glu Ser Gly Gln aAsn
5 10

Gly Ser Asn Val Cys Gly Gln Gly Asn Lys Cys
20 25

Gly Glu Lys Asn Gln Cys Val Thr Gly 6lu Gly
35 ' 40

Ser His Asn Asp Gly Asp Phe Glu Glu Ile Pro
50 60

. S : TuLi ’l

INFORMATION FOR SEQ ID NO:2:
(i) SEQUENCE CHARACTERiSTxcs._"
(A) LENGTH: 65 amino: acids

(B) TYPE: amino acid

(D) TOPOLOGY: linear

(i) MOLECULE TYPE: péptide

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2:

Thr Tyr Thr Asp‘Cys Thr Glu Ser ély Gln Asn
5 : ’ . : H

Gly Ser Asn Val Cys Gly Lys Gly Asn Lys cys
20 - - 25 e

Gly Lys Gly Asn Glﬁ Cys val Thr Gly Glu Gly
35 ’ 40

Ser His Asn Asn Gly Asp Phe Glu Glu Tle Pro
50 N 60

NO:
Leu
Ile
Thr

45

Glu

Leu
Ile
Thr

Glu

Cys

Leu

. 18

Leu
Pro

Glu

Cys

Leu
30

Pro

G}u

Gly
Lys

Tyr

Leu

Gly

"Asn

Tyr

Cys
Ser
Pro

Leu

Ccys
Seyr

Pro

Leu
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Gln -ﬁ"
65 : i

(2) INFORMATION FOR SEQ ID NO:3:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 65 amino acids
(B) TYPE: amino acila
(D) TOPOLOGY: linear

(1) MOLECULE TYPE: peptide -

(1) SEQUENCE DESCRIPTION: . SEQ.ID’NO:3:
Val Vval Tyr Thr Asp cyS'Thr Glu Ser Gly Gln Asn Leu Cys Leu Cy
1 5 . 10 h 8-
Glu Gly Ser Asn Val cYa Gly Gln Gly Asn Lys Cys Ile Leu Gly Ser

20 30

Gln Gly Lys Asp Asn Gln Cys Val Thr Gly'glﬁ Gly Thr Pro Lys Pro
35 40 45

Gln Ser His Asn Gln Gly Asp Phe Glu Pro Ile Pro Glu Asp Ala Asp
50 S ;'55 ‘s0

Glu : ‘f ; , B

65 : : :

(2) INFORMATION FOR SEQ ID NO:4:

(1) SEQUENCE CHARACTERISTICS‘ :
(a) LENGTH: 64 amino acids ;-
(B) TYPE: “amino aciq:
(c) STRANDEDNESS: single
(D) TOPOLOGY.-llnear

ar

(11) MOLECULE TYPE: peptlde o

(vi) ORIGINAL SOURCE. » R
© o (A) . ORGANISM. Hirudunaria manillensxs

(xi) SEQUENCE DESCRIPTION. SEQ ID NO:4:
val Ser Tyr Thr Asp Cys Thr Glu Ser Gly Gln Asn Tyr Cys Leu Cys
1 . " K S

Val Gly Gly Asn Leu cys Gly Gly Gly Lys Hxs ch Glu Met Asp Gly
20 . . 30
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Ser Gly Asn Lys Cys Val Asp fly Glu Gly Thr Pro Lys Pro Lys Ser
35 0 45

Gln Thr Glu Gly Asp Phe Glu Glu Ile Pro_Asp Glu Asp Ile Leu Asn
50 55 B0

-~ et

(2) INFORMATION FOR SEQ ID NO:5:

(1) SEQUENCE CHARACTERISTICS:
. (A) LENGTH: 64 amino acids
(B) TYPE: amino aciq’ Cus . tm .
(C)  STRANDEDNESS: single .. "2 ‘2 | ., -
(D) TOPOLOGY: linear :

(ii) MOLECULE TYPE: peptide

(vi) ORIGINAL SOURCE:
(A) ORGANISM: Hirudinaris manillensis

(%i) SEQUENCE DESCRIPTION. SEQ ID NO:5:

Val Ser Tyr Thr Asp Cys Thr Glu Ser Gly Gln Asn Tyr Cys Leu Cys
1 10 : 1s

Val Gly Ser Asn Val Cys Gly Glu Gly Lys Asn Cys G1n Leu Ser Ser
: 20 25 30.

Ser Gly Asn Gln Cys Val His Gly Glu Gly Thr Pro Lys Pro Lys Ser
35 _ 45

Gln Thr Glu Gly Asp Phe Glu Glu, Ile Pro Asp Glu Asp Ile Leu Asn
50 55 . . 60 :

a




	2004-01-30 Sequence Listing

